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Abstract (Click on the text to edit)
Our study
y found seven differentially
y expressed proteins in
hVISA by comparative proteomics analysis, including
GpmA, MenB, FabZ, AphC, Asp23, MsrA2, and IsaA.
Except for asp23, all of above differentially expressed
genes were significantly up-regulated in most of the six
clinical hVISA isolates, as indicated by qRT-PCR.
Therefore the six genes may be related to hVISA
Therefore,
resistance.
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Methods

Results

In this study, comparative proteomics were performed on a
pair of isogenic hVISA (CN10) and vancomycin-susceptible S.
aureus (VSSA) (CN9) strains isolated from the same patient.
The differentially expressed proteins were evaluated in six
pairs of clinical hVISA and VSSA strains isolated from the six
patients by real-time quantitative RT–PCR (qRT–PCR).

The comparative proteomics showed seven significant
protein abundance changes between VSSA and hVISA,
including GpmA, MenB, FabZ, AphC, Asp23, MsrA2, and
IsaA. All the proteins were up-regulated in hVISA strain
by comparative proteomics, and all the seven
differentially expressed genes were enhanced in hVISA
(CN10) compared with the VSSA strain (CN9) by qRTqRT
PCR. The qRT–PCR results showed that menB, fabZ,
msrA2, and isaA were up-regulated in all six hVISA
strains, and gpmA, ahpC, and asp23 were up-regulated
in five hVISA strains compared with the VSSA parental
strains. Except for asp23, all of the above genes were
significantly
i ifi
tl up-regulated
l t d iin hVISA strains
t i b
by statistical
t ti ti l
analysis.

Objectives
Heterogeneous vancomycin-intermediate Staphylococcus
aureus (hVISA) is associated with clinical treatment
failure. To date, the resistance mechanism of hVISA
remains incompletely clear.

Conclusions
In conclusion, the enhanced expression of gpmA, menB,
fabZ, ahpC, msrA2 and isaA are closely related to hVISA
resistance.
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