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Message from the Study group Executive Committee

Dear colleagues,

Our group has reached another exciting milestone: almost 600 members! We hope all 595 of you enjoyed a
wonderful summer or winter vacation - or perhaps a steady, sunny tropical lifestyle for those of you living in
warmer climates year-round. Here in Europe, autumn is on its way, painting everything in vibrant shades of
yellow and red. As ESGAID, we hope to continue offering an equally colourful array of webinars and diverse
projects to engage with.

Expertise Groups
The formation of Expertise Groups has been finalized.

Standardization and interoperability - Roel Streefkerk and Eugenia Rinaldi

Digital Access, Equity and Capacity Building — Daniele Roberto Giacobbe and Eric Dexter

Generative Al & Large Language Models - Giorgia Carra

Al, machine learning and other digital tools for Clinical Microbiology and infectious disease — Adrian Egli
and David Eyre

= PN

We aim to align existing and future projects within these four thematic areas, see section below.
The leads of the respective groups will introduce themselves in this and upcoming newsletters.

Webinar Series
Our Basic Webinar Series, has continued with Eric Dexter and José Ramdn Pafio Pardo delivering two

excellent lectures on Al-Enhanced Professional Workflows in Healthcare and Research.

You can rewatch them via our website: https://www.escmid.org/esgaid (activities and resources).

More webinars are scheduled; may we please have your attention for our October webinar by Professor
Timo Minssen, an expert in bioscience innovation law, titled: “The Al Act, MDR, and IVDR for Medical Al.” It
is scheduled for 29 October at 16:00 CET. Please subscribe at our website in advance
(https://www.escmid.org/esgaid => activities and resources).

For the other upcoming webinars see section below, you can already subscribe to those as well.

Wishing you all an enjoyable autumn, a refreshing spring, or perhaps even a gentle tropical breeze,
wherever you may be!

Bram Lestrade, David Eyre, and Paula Moélling
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In the Spotlight

Team leads of the Standardization and interoperability expertise group Roel Streefkerk and Eugenia Rinaldi:
We are aiming to develop core data sets for three themes/focus areas:

- Antimicrobial resistance surveillance (AMR)
- Hospital-acquired infections surveillance (HAI)
- Severe acute respiratory infection surveillance (SARI)

The development of these core data sets supports the semantic standardization of clinical microbiology and
infectious diseases (CMID) data using international terminology systems like SNOMED CT, LOINC, UCUM
and NPU. We are exploring ways to align the vocabularies for microbiology data in daily health care practice
(primary use) with those we can use for surveillance, healthcare evaluation and science, including
knowledge enhancements through Al (secondary use) thus supporting bridging the gap between primary
care and secondary use data and making the flow more efficient. This alignment aims to improve data flow
from primary care to secondary use by providing a single standard format applicable to both contexts,
thereby enhancing the availability of near real time data for monitoring and surveillance purposes. It starts
with knowing who is doing what in this field and build a knowledge network, so we would like to invite you
to contact us (via the ESGAID website contact form) when you are working on projects in the focus areas
AMR, HAI and SARI and want to share your thoughts and ideas about CMID data standardization challenges.

It is a privilege to lead the Standardisation & Interoperability expert group together. Through this work, we
have the opportunity to engage with inspiring projects, initiatives, and people who contribute to improving
data availability within the infectious disease care chain. Together with the members of our expert group,
we share a common goal: to make microbiology data FAIR (Findable, Accessible, Interoperable, and
Reusable).

Best wishes,
Roel and Eugenia

Eugenia Rinaldi is a Doctor of Medical Sciences and a research fellow at the Core Facility Digital Medicine
and Interoperability of Charité University Hospital. She is the spokesperson for the Microbiology Group
within the national German initiative aimed at developing a standardized national core data set. She is also
a member of the European Laboratory Semantic Workgroup (HL7 Europe), where she contributes to defining
specifications for the European Electronic Health Record Exchange Format (EEHRxF) for microbiology. In
addition, she is involved in the European project xShare, which focuses on extending the EEHRxF beyond
clinical care to research and public health. In particular, with ESGAID, she collaborates with the ECDC on the
standardization of antimicrobial resistance (AMR) and healthcare-associated infection (HAI) data.

Roel Streefkerk is a medical microbiologist at VieCuri Hospital in the Netherlands. In addition, he works as an
independent consultant on various projects that share a common theme: the semantic standardization of
microbiology data for both primary (care) and secondary use (surveillance, science). He is currently pursuing
a Master’s degree in Health Informatics at Amsterdam UMC to deepen and broaden his knowledge.
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Projects

Standardization and interoperability

Existing projects

e ECDC standardization project (led by Eugenia Rinaldi, Diamantis Plachouras, and others) on hospital
acquired infections and AMR surveillance

e Open-source LIS. Originally already described in the study group proposal document, this project
focuses on building an open-source, standardized, and interoperable Laboratory Information System
(LIS). It will be coupled with standardized modules for intelligent, real-time resistance data—driven
antibiotic prescribing and lab test ordering. The aim is to deliver a blueprint within one to two years,
with development work to potentially follow thereafter.

e Review titled: “Interoperability of Clinical Microbiology data in the European Union: Challenges and
Solutions.” Work in progress. Should be completed in 2026.

e Collaboration with the EU Lab Semantic Workgroup (HL7) on developing best practice core sets and
practical, real-world mappings for CMID (Clinical Microbiology and Infectious Diseases) data
exchange within the context of the European Health Data Space (EHDS). An introductory webinar on
the EHDS and the work of the Semantic WG is planned in November.

News and requests

For the Open-source LIS blueprint we could use some help. If you have strong ideas on requirements on
what the ideal LIS, ABX prescription guide and v Lab Test Compendium should look like (functions, interface,
database structure etc) please make them known. Simply email everything you can think of in free form to
Blestrade [at] viecuri [dot] nl. Once we have structured all the input, we will follow a modular approach, for
example, we could start with a detailed plan for standardization and interoperability. And after completing
this chapter start work on new areas etc.

Digital Access, Equity and Capacity Building

Rasha Abdelsalam and colleagues have launched the following project: Systematic Review and Landscape
Analysis: Al Applications in Antimicrobial Stewardship for Low- and Middle-Income Countries. In 2026 Q1-Q2
a presentation on their first results is to be expected.

Daniele Roberto Giacobbe and others are working on a perspective article "How Ready Are We to Use
Artificial Intelligence in Our Fight Against Antimicrobial Resistance? An ESGAID and ESCMID AMR Action
Subcommittee perspective” the final harmonized draft will be shared soon with all co-authors for final
review before submission (expected within the end of October).

Generative Al & Large Language Models

A joint project with the ESCMID Guidelines Subcommittee is currently underway, focusing on the use of Al in
developing ESCMID guidelines.

Al, machine learning and other digital tools for Clinical Microbiology and infectious disease

We have had requests for a study group grant for applied Al on AMR interpretations and a joint study group
grant on AMR prediction in sepsis. Once approved we will inform you with more details.
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Educational activities

ESGAID webinar series

The first three webinars are now available for rewatch on our website: https://www.escmid.org/esgaid

1. Introduction to Al: Concepts, Terminology, Models and Applications, Eric Dexter

Practical Al: Planning, Infrastructure, Costs, and Evaluation, Eric Dexter

3. Al-Enhanced Professional Workflows in Healthcare and Research (September, Eric Dexter and José
Ramédn Pafio Pardo

0

Scheduled webinars

Please subscribe at https://www.escmid.org/esgaid (activities and resources).

4. The Al ACT, MDR, and IVDR for medical Al, 29 -10, Timo Minssen Prof of Law
5. From Terminology to Interoperability: Leveraging SNOMED and LOINC for the European Health Data
Space in Clinical Microbiology and Infectious Disease, 21-11
a. Understanding Terminology Standards: SNOMED and LOINC, 21-11, Feikje Hielkema
b. Standardization and Interoperability: EHDS and FAIR Principles,21-11, Hynek Kruzik et al
6. Technical Frameworks for Standardization: FHIR for ID and CM Specialists, 5-12, Eugenia Rinaldi
7. Al Applications in Infectious Diseases and Clinical Microbiology
a. Al and Diagnostics in clinical microbiology, 8-1-26, Adrian Egli
b. Al and antimicrobial stewardship, 10-2-26, David Eyre

Future presentations in the series:

8. Digital health and sustainability - Federica Lucivero
9. Research-Driven Standardisation: Common Data Models, focus on OMOP, Ankur Krishnan et al
10. Al Applications in Infectious Diseases and Clinical Microbiology, continued

Courses

For 2027 (to be prepared in 2026) we are investigating the following possibilities

e Repeating Adrian Egli’'s 2025 course on Artificial intelligence and machine learning in medical
microbiology diagnostics

e A course on standardization and interoperability in Heidelberg, together with data-scientists from
ECRAID/Heidelberg university
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ESCMID Global 2026 updates

The following proposals with ESGAID as a proposing entity are currently being fine-tuned:

1. John Rossen. Feasibility and potential benefits of using machine learning (ML) algorithms to

distinguish between colonization and infection of multidrug-resistant Acinetobacter baumannii in
LMICs.

2. Mark de Boer and David Eyre. The What and How of using Artificial Intelligence in Antimicrobial
Stewardship. Together with ESGAP.

3. Adrian Egli. Mind the Al Gap: Can large language models (LLMs) transform clinical diagnostics from
start to finish? Together with the Swiss Society of Microbiology.

4. Bram Lestrade. Sharing Made Simple: How Standardized Data Exchange Improves Infectious
Diseases Research and Care. Together with ECRAID and EU Semantic Work group HL7.
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	 Repeating Adrian Egli’s 2025 course on Artificial intelligence and machine learning in medical microbiology diagnostics
	 A course on standardization and interoperability in Heidelberg, together with data-scientists from ECRAID/Heidelberg university

