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Newsletter April 2026 

Message from the Study group Executive Committee 
Dear colleagues, 

Approximately one year ago, our study group did not yet exist, and now we are flourishing with activity. 

I am grateful for what has been achieved, and a bit proud as well. I am especially glad about the expertise 
groups and expertise panels that have been established with intelligent, cooperative, and enthusiastic 
colleagues. A new EC Board has been chosen, and I am full of confidence that they will let ESGAID grow even 
further on its already strong foundations. Paula Molling (Treasurer) and David Eyre will remain in office; 
David will be the new Chair, and I wish him all the best. We would like to welcome three new EC members, 
who will introduce themselves in this newsletter: Lilian Abbo (Secretary), Matthijs Berends (Science Officer), 
and Miriam Russell (Education Officer). 

It was an honour to initiate ESGAID and lead it during its inauguration year. I will remain active as a member 
(and take on the role of team-lead of the 4th expertise group), currently involved in two earlier-mentioned 
major projects: 

1. A review article on opportunities of AI for CMID 
2. CMID Synergy. 

With regard to the first, the survey is still open. It would be of great help if you could help us increase the 
number of respondents (80 so far): opportunities and risks for AI for CMID 

CMID Synergy is an open-source CMID Lab & Stewardship Platform currently in development. You can find 
more information on the ESCMID: ESGAID  website under ESGAID resources. The project is quite extensive 
and is currently undergoing review by the SAS and subsequently the ESCMID EC, so the project initiation 
document is not definitive yet. However, as it is open source by nature, we have already decided to publish 
our vision. 

Lastly a few announcements:  

1. In the attachments to the email, you will find two requests from ESGAID members: 
- Recruitment of additional experts to join the ESGAID Expertise Group on Generative AI 
- A request to join a very short IDSA survey. 

2. We've also launched a Group LinkedIn page to share ESGAID activities, including webinars, events, 
and key updates. Members are invited to follow the page to stay informed. 

 

Kind regards, 
Bram Lestrade also on behalf of the new EC 

 

https://forms.office.com/Pages/ResponsePage.aspx?id=DQSIkWdsW0yxEjajBLZtrQAAAAAAAAAAAAFvcTbuDoFUOElXTlVORTJGSTlDN000UEtNNlk2SFpNOC4u
https://www.escmid.org/esgaid/
https://www.linkedin.com/posts/escmid-study-group-for-artificial-intelligence-digitalisation-esgaid_welcome-to-the-linkedin-page-for-escmid-study-activity-7445844470144647169-AKSs
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New EC members 
Miriam Russell 

Hi, I'm Miriam Russell, a Surveillance Scientist and Hospital Epidemiologist based in Beaumont Hospital, 
Dublin, Ireland.  My background is in molecular genetics diagnostics, before moving into infection disease 
surveillance and outbreak investigation during the COVID-19 pandemic, where I have worked for the past 
number of years. Alongside this, I have developed a strong focus on the application of artificial intelligence 
in infection prevention and antimicrobial stewardship.  
 
I am interested in moving beyond theoretical AI models to implementation in real-world healthcare settings 
and ensuring approaches are clinically relevant, safe, interpretable, and usable across diverse healthcare 
settings, including those with limited digital infrastructure. I am also a member of the ESGAID expertise 
group on "Digital Access, Equity, and Capacity Building" 
 
Through my role in ESGAID, I aim to support shared learning, collaboration, and responsible innovation 
across healthcare, supporting clinicians and microbiology teams to engage critically with AI and use it 
effectively in practice.  I am particularly committed to translating data and technology into meaningful 
improvements that support frontline teams, strengthen surveillance systems, and ultimately improve 
patient outcomes. Looking forward to contributing to the group and to ongoing discussions in this space. 
 

Matthijs Berends 

Hi, I’m Matthijs Berends, a medical biologist-microbiologist and clinical epidemiologist based in Groningen, 
the Netherlands. I work at the University Medical Center Groningen, where I head the Unit Epidemiology & 
Data Science, and at Certe, a regional non-profit medical laboratory, where I head the Department of 
Medical Epidemiology. My research group focuses on applications of AI in infectious disease epidemiology, 
spanning both machine learning and language modelling, and I supervise a group of PhD candidates working 
on these topics. Within ESGAID, I’m eager to help bridge the gap between clinical microbiology and the 
rapidly evolving world of AI, and to help shape a vision on how these technologies can advance our 
understanding of infectious diseases and antimicrobial resistance. I believe ESGAID is uniquely positioned to 
bring together the clinical, microbiological, and computational expertise needed to move this field forward. 
We can only manage this by collaborating, which I find the most beautiful thing in science. I look forward to 
connecting with you all and exploring how we can do that together! 

 

 

Lilian Abbo  
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Dr. Lilian Abbo is Associate Chief Medical Officer and Chief of Medical Specialties at Jackson Health System 
and Professor of Clinical Infectious Diseases at the University of Miami. She is an internationally recognized 
expert in antimicrobial resistance and transplant infectious diseases and serves on the ESGAID Executive 
Committee on Artificial Intelligence for ESCMID, where she looks forward to contributing to global initiatives 
implementing digital innovation with ethical governance at the intersection of infectious diseases, 
microbiology, and artificial intelligence. 

 

 

Expertise groups and projects   

Standardization and interoperability - Roel Streefkerk and Eugenia Rinaldi 

• ECDC standardization project (led by Eugenia Rinaldi, Diamantis Plachouras, and others); alignment 
of EEHRxF with hospital acquired infections and AMR surveillance protocols  

• CMID-Synergy and open-source CMID Lab & Stewardship Platform, see ESGAID website for more 
info  

• Review titled: “Interoperability of Clinical Microbiology data in the European Union: Challenges and 
Solutions.” Work in progress. To be completed in 2026/2027 

• Collaboration with the EU Lab Semantic Workgroup (HL7) on developing best practice core sets and 
practical, real-world mappings for CMID (Clinical Microbiology and Infectious Diseases) data 
exchange within the context of the European Health Data Space (EHDS). An introductory webinar on 
the EHDS and the work of the Semantic has been organized on 21-11-25 and can be re-watched via 
our website.  

Digital Access, Equity and Capacity Building  –  Daniele Roberto Giacobbe and Eric Dexter 
 

• Rasha Abdelsalam and colleagues have launched the following project:  Systematic Review and 
Landscape Analysis: AI Applications in Antimicrobial Stewardship for Low- and Middle-Income 
Countries. In 2026 Q1-Q2 a presentation on their first results is to be expected.  A webinar on this 
topic will be organized in 2026 

• Daniele Roberto Giacobbe and others have published a perspective article titled "How Ready Are 
We to Use Artificial Intelligence in Our Fight Against Antimicrobial Resistance 

• Recently, a national survey on the use of AI in CMID was published by the Italian Association of 
Clinical Microbiologists. The aim of this study was to assess the current state of AI and ML adoption 
in Italian laboratories of clinical microbiology. Alberto Rizzo, Daniele Roberto Giacobbe, and Eric 
Dexter are replicating this study on a European scale. 

• A project on developing consensus statements on the interaction of infectious diseases specialists 
and clinical microbiologists with general-purpose LLM-based systems is ongoing and is being 
coordinated in collaboration with the Generative AI & Large Language Models expertise group 

• New panel members for the expertise group have been recently recruited, to help developing novel 
tailored initiatives in line with the specific aims of the group 

Generative AI & Large Language Models Giorgia Carra 

https://link.springer.com/article/10.1007/s10096-025-05317-z
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Our expertise group is currently collaborating with the ESCMID Guidelines Subcommittee on a 
comprehensive project to assess, validate, and implement the available automation and AI-based tools that 
address the key tasks required for evidence synthesis and guideline development. The project aims to 
identify the tools with the best performance for each specific task, validate their applicability to the field of 
Infectious Diseases and Clinical Microbiology guidelines, and define a safe and transparent workflow for 
their integration into the guideline development process, without compromising the integrity and quality 
standards of this undertaking. The working group has already completed the literature search and 
established the criteria that will enable the selection of candidate tools for the validation phase, which is 
scheduled for the first semester of 2026. 

A collaboration with the Digital Access, Equity and Capacity Building group is ongoing on the project 
proposed by Rasha Abdelsalam and colleagues “Systematic Review and Landscape Analysis: AI Applications 
in Antimicrobial Stewardship for Low- and Middle-Income Countries”. 

See attachment for a recruitment request for new expertise group panel members. 

 

AI, machine learning and other digital tools for CMID Bram Lestrade 

In addition to the projects mentioned above, there is an extensive research study on the “Prospective Multi-
Center Validation of an LLM-Based AI System (EUCAST-GPT-Expert) for Interpretation of Disk Diffusion 
Measurements in Routine Diagnostic Microbiology.” On behalf of the ESGAID EC, we would like to 
congratulate Oliver Nolte and his colleagues for being awarded an SG grant for this work. Oliver has 
provided the following description: 
 
Diagnostic challenge: Antimicrobial resistance is rising globally, while interpretation of routine disk diffusion 
antibiograms still depends heavily on expert judgment and remains variable across laboratories.  
Core idea: We aim to prospectively validate our EUCAST-GPT-Expert, a customized GPT-4-based system 
(GISKE et al 2024) that interprets disk diffusion results according to EUCAST rules and flags likely resistance 
mechanisms (“pre-classification”).  
 
Study design: International, multicenter prospective study, coordinated by the Institute of Medical 
Microbiology, University of Zurich, with a planned start in mid-2026. The consortium includes 13 centers 
across Europe, the USA, and Australia.  
 
Study material: Each center will test 300 consecutive Gram-negative bacteria (urinary isolates) from routine 
diagnostics, excluding non-fermenters, to reflect real-world epidemiology rather than preselected resistant 
collections.  
 
Data acquisition: All sites will perform standardized Kirby-Bauer disk diffusion testing, capture high-
resolution plate images, and document inhibition zone diameters in a harmonized format.  
AI task: The model will analyze images and zone diameters to identify patterns consistent with ESBL, AmpC, 
and carbapenemase-producing Enterobacterales, provide likelihood assessments, and suggest confirmatory 
testing.  
 
Validation: AI output will be benchmarked against independent human expert interpretation, using the 
same EUCAST logic, allowing direct comparison of sensitivity, specificity, predictive values, and concordance.  
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Novelty: The study includes standardized in silico controls across all sites to measure intra- and inter-
laboratory reproducibility, creating a digital quality-control concept for AI in microbiology.  
Broader diagnostic context: The project is intended not only as a performance study, but as a blueprint for 
standardized, IVDR-relevant validation of LLM-based tools in clinical microbiology. The project is supported 
by ESCMID, with €30,000 funding with support from the ESGAID working group.  

Educational activities 

ESGAID webinar series 

 

The first webinars are now available for rewatch on our website: ESCMID: ESGAID 

1. Introduction to AI: Concepts, Terminology, Models and Applications, Eric Dexter 
2. Practical AI: Planning, Infrastructure, Costs, and Evaluation, Eric Dexter 
3. AI-Enhanced Professional Workflows in Healthcare and Research (September, Eric Dexter and José 

Ramón Paño Pardo 
4. The AI ACT, MDR, and IVDR for medical AI, 29 -10, Timo Minssen Prof of Law 
5. From Terminology to Interoperability: Leveraging SNOMED and LOINC for the European Health Data 

Space in Clinical Microbiology and Infectious Disease, 21-11 
a. Understanding Terminology Standards: SNOMED and LOINC, 21-11, Feikje Hielkema 
b. Standardization and Interoperability: EHDS and FAIR Principles,21-11, Klara Jirakova, 

Alexandra Hoffmann and Hynek Kruzik 
6. Technical Frameworks for Standardization: FHIR for ID and CM Specialists, 5-12, Eugenia Rinaldi 
7. Research-Driven Standardisation: Common Data Models, focus on OMOP, Ankur Krishnan, Freija 

Descamps  27-1-2026 
8. AI Applications in Infectious Diseases and Clinical Microbiology 

a. AI and Diagnostics in clinical microbiology, 6-2-26, Adrian Egli  
b. AI and antimicrobial stewardship, 10-2-26, David Eyre 

 

Future presentations in the series: 

1. Digital health and sustainability - Federica Lucivero 
2. AI Applications in Infectious Diseases and Clinical Microbiology, continued 

 

 

 

 

Courses 

For 2027 (to be prepared in 2026) we are investigating the following possibilities:  

• Repeating Adrian Egli’s 2025 course Artificial intelligence and machine learning in medical 
microbiology diagnostics, possibly on demand 

https://www.escmid.org/esgaid/#c3058
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• The proposal for an on demand course on standardization and interoperability was unfortunately 
rejected by ESCMID EC   

  

ESCMID Global 2026 updates 

At ESCMID global 2026 we will be represented at the following events (global proposals by ourselves/events 
we have helped organizing/ ESGAID open meeting): 

• Saturday 18-4  
o 11:00 Sharing made simple: how standardised data exchange improves infectious diseases 

research and care 
 

• Sunday 19-4 
o 11:00 Can large language models (LLMs) transform clinical diagnostics from start to finish? 
o 12:00- 13:30 Poster presentation. Artificial Intelligence Applications in Antimicrobial 

Stewardship in LMICs: Effectiveness, Implementation Challenges, and Equity Considerations 
- A Systematic Review. Poster area. P3063 

o 16:00 ESGAID open meeting 
o 17:30 Machine learning to fight against MDR Acinetobacter baumannii 

 
• Monday 20-4  

o 8:30 AI in infectious diseases: the future is now 
o 14:45 From AI for evidence synthesis to decision making 

 
• Tuesday 21-4 

o 8:30 The what and how of using AI in antimicrobial stewardship 
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